


INDEXES
T Szl
Nms  [BESII .
HHPS  [S5Z
FEs [So2l———
PRODUCTION 0015/ 0 Herds  82% Rel.
PTAM | 863
PTAP |49
PTAP% | 0.08
PTAF [ 113
PTAF% |0.28
CFP 162
TYPE 005/ 0Herds  80% Rel.
PraT [RZI——
upc  [EASI——
Fic  [oZo
BWC |0.06

HEALTH AND FERTILITY TRAITS

SCS | 2.83 7%

masT  EZEIER—
PL 2.5 77%
v -2.0 74%
Fl. 0.1 76%
SCR (28T
SCE 1.5 9%
oce O

MS | 6.99 64

25% 50% 75% 100%
50%-75% [ B Top 25%

Bottom 25% 25% - 50%

Dam: AOT Deluxe Hi-Lighted-ET

250H017022 BEYOND FIGARQ KNACK-ET 1R P 18 TC TY TV TL TD TE HHIT HHZI HH3T HHAT HHST HiiéT
FIGARO X DELUXE X BIGGELO

CDCB
andHA

H0840003253835727  Sthnr: 94184  kodnr: 9-9225 oS
99%RHA DMS:246234  aAa:243  B-Casein: ATA  K-Casein: AB
© 6000

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag ] 0.93 Reslig
Styrka Vek I 0.51 Starkt
Kroppsdjup Grund I 0.87 Djup
Mijolktyp Téta revben ] 1.65 Oppna revben
Kors bredd Smalt I 1.07 Brett
Korsluttning | Hoga barben | -0.17 Sluttande
Ben sidan Rak | 1.36 Vinklad
Ben bakifran Tat | 0.89 Parallell
Kotvinkel Lag I 0.49 Hog
Ben bedomning Lag I 0.91 Hog
Fram juver Svagt | 1.55 Starkt
Bakjuver hojd Lag I 2,17 Hog
Bakjuver bredd Smalt I 2,26 Brett
Juverligament Svagt I 0.54 Starkt
Juver djup Djup I 0.95 Grund
Spenplac fram Vid | 045 Tat
Spenplac bak Vid ] 0.52 Tat
Spenlangd Kort | -0.28 Lang

INDEXES
™ [SsE2l——
NM$  [S50TI—
FPS RO
Fes RSl
PRODUCTION 00irs/0Herds  81%Rel.
PTAM | 907
PTAP 47
PTAP%  0.06
PTAF | 110
PIAF% |0.27
CFP 157
TYPE 005/ 0Herds  79% Rel.
PTAT  0.43
upc |0.72
FIC |0.33
BWC -0.78

HEALTH AND FERTILITY TRAITS

SCS | 2.87 11%

MasT - E2SITER—
PL [SAEEEEEE
uv e
Fl. 0.4 75%
SCR NA %
SCE 1.6 6%
DCE 2.5 &%
Ms - [Z2sE——
25% 50% 75% 100%
Bottom 25% 25% - 50% 50%-75% [ M Top 25%

www.hbgenetics.com

250H017417 PEN-COL SALOON-ET TR TP TMTCTY TV TLTD TE HHIT HHIT HH3T HHAT HHST HHeT
SHEEPSTER X GAMEDAY X LEGACY

H0840003242815735  Stbnr: 94296  kodnr: 9-9273

99% RHA  DMS: 345-135  oAa: 426  B-Casein: A2A2  K-Casein: AA

SO

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag —
Styrka Vek I
Kroppsdjup Grund |
Mijolktyp Téta revben |
Kors bredd Smalt |
Korsluttning | Hoga barben |
Ben sidan Rak |
Ben bakifréan Tat ]
Kotvinkel Lag ]
Ben bedémning Lag -
Fram juver Svagt I
Bakjuver hojd Lag |
Bakjuver bredd Smalt I
Juverligament Svagt I
Juver djup Djup I
Spenplac fram Vid |
Spenplac bak Vid |
Spenléngd Kort 1

ZHB

CDCB
andHA
Genomic
Eval. 8-25,
Zoetis 8-25

-0.44 Reslig
-0.73 Starkt
-0.89 Djup

0.26 Oppna revben
0.23 Brett

0.28 Sluttande
0.23 Vinklad

0.18 Parallell

0.19 Hog

0.23 Hog

0.93 Starkt

0.98 Hog

0.79 Brett

-0.43 Starkt

0.45 Grund

-0.50 Tét
-0.52 Tét

0.04 Lang



ASSIST

INDEXES
P [3371
NM$  [833
HHP$ | 922
Fe$ [278

PRODUCTION 0015/ 0Herds  81% Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

TYPE o Dtrs/ O Herds

PTAT
Shie
FLC
BWC

897
53
0.09
110
0.27
163

80% Rel.

1.38
0.40
1.01
0.44

HEALTH AND FERTILITY TRAITS

SCS  2.8877%
MAST [2:4 725
PL 3.7 76%
v -0.2 73%
FI  -0.4 7%
SCR  -6.0 62%
SCE 1.8 63%
DCE 2.5 %
MS | Z.27 60%
25% 50%
Bottom 25% 25% - 50%

50% -

75%
75%

100%

Top 25%

7HO017378 TTM SHEEPSTER ASSIST-ET 1R 1P 1 TC TV TV TLTD TE HHIT HHZT HH3T HHAT HHST HH6T
SHEEPSTER X PARFECT X LEGACY

H0840003250310076 ~ Stbnr: 94183  kodnr: 99224
99% RHA ~ DMS: 135-123

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

oAa: 312 B-Casein: AlA1

K-Casein: AB

0 Dtrs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.88 Reslig
0.68 Starkt
0.72 Djup
1.12 Oppna revben
1.29 Brett
-0.13 Sluttande
0.50 Vinklad
1.48 Parallell
0.85 Hog

1.05 Hog

0.47 Starkt
0.89 Hog

1.32 Brett
0.69 Starkt
0.01 Grund
-0.34 Tt

0.08 Tét

1.05 Lang

INDEXES
T [3368
NMs  [892
Fes [267

PRODUCTION 0015/ 0 Herds  81% Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

I Y PE 0 Dtrs/ O Herds

PTAT
ubC
FLC
BWC

1029
49
0.06
98
0.20
147

80% Rel.

0.82
0.70
0.61
-0.29

HEALTH AND FERTILITY TRAITS

SCS | 2.72 71%
MAST [2.7 724
PL 5.0 76%
v [ 1.1 78%
FI 0.4 75%
SCR NA %
SCE 1.9 7%
DCE 2.9 70%
MS | 6.91 60%
25% 50%
Bottom 25% 25% - 50%

ZHBLeneiic

50% -

75%

75%

100%

Top 25%

29H021849 BLUMENFELD SAMSUN-ET 1R 1 1CTY v L TD TE HHIT HHT HHT HHAT HHST Hil6T
SHEEPSTER X GAMEDAY X PURSUIT

H0840003272185768  Stbnr: 94096  kodnr: 99210
99% RHA  DMS:  aAa:

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

B-Casein: ATA2  K-Casein: AB

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.05 Reslig

-0.08 Starkt

0.00 Djup
0.80 Oppna revben
0.77 Brett

-0.16 Sluttande

0.38 Vinklad
0.50 Parallell
045 Hog
0.61 Hog
0.85 Starkt
0.58 Hog
0.83 Brett
0.29 Starkt
0.59 Grund
0.73 Tét
0.72 Tat
0.45 Lang




TUBMAN

Dam: Aurora Parfect 23719-ET

INDEXES
TPI
NM$ | 754
HHPS 904 MGD: Aurora
FE$ 225 Rapid 21849-£T
PRODUCTION 0015/ 0Herds ~ 82%Rel. 250H017513 AURORA TUBMAN-ET TR TP T TC TY TV TLTD TE HHIT HHIT HHST HHAT HHST HH6T
I SHEEPSTER X PARFECT X RAPID
PTAP | 56 H0840003259995104  Sthnr: 94185  kodnr: 99226
PTAP %  0.00 99%RHA DMS:  aAa:  B-Casein: A2A2  K-Casein: AB
PTAF 78
PTAF % 10,03 § - o
CFP 134 .
TYPE 00Dirs/ OHerds  80% Rel. GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
PraT [RST— — 1% —
oc TS s “ —
e opsip | Gond —
owC ST oo Taareter -
Kors bredd Smalt I
HEALTH AND FERTILITY TRAITS Korsluttning | Hoga barben |
Ben sidan Rak I
SCS 22000 Ben bakifran Tat |
MAST 2N —— . : —
PLo44 e oo =t
WV -1.0 7% Ben beddmning Lag I
noasm rmjoer s —
SCR  NA Bakjuver hojd Lig E——
SCE 1.7 &% Bakjuver bredd Smalt ——
DCE 2.1 % Juverligament Svagt |
MS Juver djup Djup ]
Spenplac fram Vid |
25% 50% 75% 100% Spenplac bak Vid |
Bottom 25% 25% - 50% 50%-75% [ B Top 25% Spenlangd Kort ]

BRUMBY

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.62 Reslig
0.72 Starkt
0.51 Djup
0.85 Oppna revben
1.56 Brett

-0.43 Sluttande

1.60 Vinklad
1.48 Parallell
054 Hog
0.94 Hog
1.44 Starkt
1.59 Hog
1.68 Brett
0.36 Starkt
0.68 Grund
0.35 Tét
0.32 Tét
0.20 Lang

CDCB
andHA
Genomic
Eval. 8-25,
Zoetis 8-25

INDEXES
TPI
NM$ | 782
HHP$ | 898
FE$ |[218
PRODUCTION 0015/ 0Herds  79%Rel. 250H017641 S-S-1 RECHARGE BRUMBY-ET T8 1P T TC TLTD TE HHIT HH2T HHT HHAT HHST HHéT
ram [E5B RECHARGE X HOLYSMOKES X GRANADA
PTAP 39 H0840003283492183  Sthnr: 94297  kodnr: 9-9274
PIAP % HOI08 99%RHA DMS:  oAa:  B-Casein: AIA2  K-Casein: BE
PTAF |91
PIAF % |0.26 @ . @ @
CFP 130
TYPE 005/ OHerds  79% Rel. GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
e T Sk s —
uoc (2B st e —
FLC - [OSI foppsdiop | Grnd =
BWC OET okyp  Taareen x
Kors bredd Smalt |
HEALTH AND FERTILITY TRAITS Korsluttning Hoga barben .
Ben sidan Rak |
scs AT e R —
MasT [ 2N— : ;
PL AT - - —
Uy [ESTTREEEE penbedbmng e m—
FI _ Fram juver Svagt I
SCR  NA Bakjuver hdjd Lag ]
SCE | 1.3 &% Bakjuver bredd Smalt I
DCE 1.8 58% Juverligament Svagt .
MS  6.70 60% Juver djup Djup |
Spenplac fram Vid 1
25% 50% 75% 100% Spenplac bak Vid n
Bottom 25% 25% - 50% 50%-75% M B Top 25% Spenléngd Kort _—

www.hbgenetics.com

ZHB

0.66 Reslig
0.46 Starkt
0.22 Djup
0.08 Oppna revben
0.86 Brett
0.32 Sluttande
0.33 Vinklad
0.59 Parallell
0.62 Hog

0.92 Hog

1.64 Starkt
1.83 Hog

1.16 Brett
0.19 Starkt
1.69 Grund
0.03 Tét

0.1 Tét

0.37 Lang



INDEXES

Pl
NM$
HHP$

FE$

PRODUCTION 0015/ 0 Herds  79% Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

3349
820
911
257

676
a7
0.09
101
0.27
148

TYPE 0 0is/ 0 Herds 79% Rel.

PTAT
ubC
FLC
BWC

0.92
0.94
0.44
1.08

HEALTH AND FERTILITY TRAITS

SCS  2.84 75%
MAST [ 1.8 72%
PL 3.3 7%
v 0.3 72%
FI 0.7 74
SCR NA
SCE 1.4 6%
DCE [1.3 58k
MS | 6.83 60%
25% 50%
Bottom 25% 25% - 50%

SANBORN

50% -

75%
75%

100%
Top 25%

250H017683 0CD RECHARGE RAINMAN-ET 1 17 T TC TY TV TLTD TE HHIT HH2 HH3T HHAT HHST HHeT

RECHARGE X ENGINEER X CAPTAIN
H0840003271294577  Sibnr: 94293 kodnr: 9-9270

99% RHA  DMS:  oAa: 423  B-Casein: A2A2  K-Casein: AB

@}

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

0 Dtrs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.22 Reslig
1.03 Starkt
0.85 Djup
0.43 Oppna revben
1.15 Brett

-0.57 Sluttande

0.35 Vinklad
0.48 Parallell
0.78 Hog
0.72 Hog
1.02 Starkt
1.56 Hog
1.39 Brett
0.64 Starkt
1.18 Grund
0.44 Tét
0.27 Tét
0.96 Lang

INDEXES
T [3321
NM$ | 728
HHP$ 912
FE$ [209

PRODUCTION 00t/ 0Herds  82%Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

790
46
0.07
85
0.19
131

TYPE 005/ 0Herds  81%Rel.

PTAT
ubcC
FLC
BWC

1.24
0.76
0.24
1.65

HEALTH AND FERTILITY TRAITS

SCS  2.87 1%
MAST 2.1 786
PL 4.3 17%
uv 0.7 74%
FI 2.0 7%
SCR 0.2 9%
SCE 1.6 9%
DCE 1.7 70%
MS [ Z.19 6%
25% 50%
Bottom 25% 25% - 50%

ZHBLeneiic

50% -

75%
75%

100%
Top 25%

7H016966 0CD HAYK SANBORN-ET 1R 1P 8 TC Tv TV TLTD TE HHIT HHZT HH3T HHAT HHST HH6T

HAYK X GAMEDAY X ACURA
H0840003251665537  Stbnr: 94295 kodnr: 9-9272

99% RHA ~ DMS: 561-126

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

oAa: 342 B-Casein: A2A2  K-Casein: AB

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.42 Reslig

1.47 Starkt

1.00 Djup

0.23 Oppna revben
1.70 Brett

0.36 Sluttande

-0.06 Vinklad

0.42 Parallell
0.78 Hog
0.53 Hog
1.55 Starkt
0.91 Hog
1.49 Brett

-0.05 Starkt

0.77 Grund
0.86 Tat
0.67 Tét
0.31 Lang




INDEXES

Pl
NM$
HHP$

FE$

PRODUCTION ( 1r5/ 0 Herds

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

TYPE o Dtrs/ O Herds.

PTAT
ubC
FLC
BWC

749
835
199

81% Rel.

1043
a7
0.05
67
0.09
114

79% Rel.

1.11
0.70

0.00

HEALTH AND FERTILITY TRAITS

SCS  2.86 77%
waST O
.
v
i O
SCR  -0.3 73%
SCE 1.5 63%
DCE 2.1 6%
MS | 7.10 60%
25% 50% 75% 100%
Botiom 25% 25% - 50% 50%-75% [ M Top 25%

MGD: 0CD Acura Soy 60075-ET

7H017535 OCD EASTON SHERBET-ET 1R 1P 8 TC TY TV TLTD TE HHIT HZT HH3T HHAT HHST HH6T
EASTON X TROOPER X ACURA

CDCB
andHA

H0840003271356515  Sthnr: 94289  kodnr: 99260 Senomie.
99%RHA  DMS:  aAa:  B-Casein: ATA2  K-Casein: BB e
>0 OO U
GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag | -0.16 Reslig
Styrka Vek L 0.21 Starkt
Kroppsdjup Grund | 0.06 Djup
Mijolktyp Téta revben _—— 0.40 Oppna revben
Kors bredd Smalt I 0.41 Brett
Korsluttning | Hoga barben | -0.40 Sluttande
Ben sidan Rak | -0.24 Vinklad
Ben bakifran Tat | 1.23 Parallell
Kotvinkel Lag I 0.71 Hog
Ben bedomning Lag I 1.03 Hog
Fram juver Svagt I 0.90 Starkt
Bakjuver hojd Lag I 1.00 Hog
Bakjuver bredd Smalt I 1.03 Brett
Juverligament Svagt | -0.12 Starkt
Juver djup Djup I 0.02 Grund
Spenplac fram Vid | 0.16 Tat
Spenplac bak Vid ] 0.08 Tat
Spenlangd Kort u 0.11 Lang

INDEXES
™ S2SsI——
NM$ 592
HHPS$ | 736
FE$ 166
PRODUCTION 00t/ 0Herds  82%Rel.
PIAM | 747
PTAP |48
PTAP% | 0.09
PTAF 63
PTAF % 0.12
CFP 1M

TYPE 00irs/ 0 Herds

81% Rel.

HEALTH AND FERTILITY TRAITS

Bottom 25%

-0.8 74%
0.6 7%
-0.7 8%
1.5 8%
25% 50% 75% 100%

25% - 50% 50%-75% W1 M Top 25%

www.hbgenetics.com

Dam: Siemers
Par Hanan
36296-ET

250H017298 SIEMERS HABULOUS-P-ET 1R pCTMTCTY TV TLTD TE HHIT HH2T HH3T HHAT HHST HHeT
HAYK X PARFECT X LUSTER-P
H0840003257574731  Sthnr: 94294  kodnr: 9-9271

CDCB
andHA
Genomic

Eval.8-25,
99%RHA  DMS: 561135 ada: 321  B-Casein: A2A2  K-Casein: BB e
S 66
..
GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag I 2.48 Reslig
Styrka Vek | 1.66 Starkt
Kroppsdjup Grund I | 1.92 Djup
Mijolktyp Téta revben I .04 Oppna revben
Kors bredd Smalt I 2,93 Brett
Korsluttning | Hoga barben | -0.25 Sluttande
Ben sidan Rak I 1.88 Vinklad
Ben bakifran Tat I 1.87 Parallell
Kotvinkel Lig —— 1.01 Hog
Ben bedémning Lag ] 1.66 Hog
Fram juver Svagt I 1.89 Starkt
Bakjuver hojd Lag I 2,25 Hog
Bakjuver bredd Smalt I 2,75 Brett
Juverligament Svagt | 1.54 Starkt
Juver djup Djup I 0.95 Grund
Spenplac fram Vid I 0.79 Tét
Spenplac bak Vid | 147 Tat
Spenlangd Kort ] 138 Lang

ZHB



BOATSHOW

INDEXES
TPl | 3286
NM$ (749
HHP$ | 879
FE$ [261
PRODUCTION 00115/ 0 Herds ~ 82%Rel.
PTAM 394
PTAP 41
PTAP % | 0.11
PTAF | 109
PTAF % | 0.35
CFP 150
TYPE oois/0Herds  81%Rel.
PTAT [1i22
ubC |0.95
FIC 0.14
swc [0i68

HEALTH AND FERTILITY TRAITS

SCS  2.65 7%
MAST [ 1.7 75%
PL 2.5 78
LV -2.1 75%
FI -0.6 80%
SCR [1.Z 94%
SCE 1.9 %%
DCE 3.0 70%
MS | 7.16 64%
25% 50%
Bottom 25% 25% - 50%

50% -

75%
75%

100%

Top 25%

250H016420 BOMAZ BOATSHOW-ET 1 12 7C ¥ TV TL TD MW HHIT HH2T HH3T HHAT HHST HHeT
GAMEDAY X JURASSIC X YODA

H0840003242205968  Stbnr: 93800  kodnr: 9-8791
99% RHA ~ DMS: 561-135

Wy §

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

oAa: 342 B-Casein: A2A2  K-Casein: AB

0 Dtrs/0 Herds
|
I
|
|
|
|
||
1
]
|
|
|
|
[ |
]
|
1
[ |

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.80 Reslig
0.73 Starkt
0.59 Djup
0.49 Oppna revben
0.89 Brett
-0.75 Sluttande
0.39 Vinklad
0.04 Parallell
057 Hog

036 Hog

1.47 Starkt
1.22 Hog

1.46 Brett
-0.08 Starkt
0.99 Grund
0.12 Tat

-0.05 Tét

-0.10 Lang

INDEXES
TPI | 3272
NM$ 714
HHP$ | 847
FE$ 228
PRODUCTION 00t/ 0Herds  82%Rel.
PTAM 527
PTAP |49
PTAP% | 0.12
PTAF 86
PTAF %  0.24
CFP 135
TYPE 005/ 0Herds  80% Rel.
PTAT |1.08
ubC 0.34
FIC 0.00
swc [1:26

HEALTH AND FERTILITY TRAITS

SCS  2.80 7%
MAST 0.7 734
PL 3.7 11%
v 0.6 74%
FI. 1.6 7%
SCR  -0.3 74%
SCE 2.1 8%
DCE 2.2 70%
MS | 6.83 6%
25% 50%
Bottom 25% 25% - 50%

ZHBLeneiic

50% -

75%
75%

100%
Top 25%

7H017106 T-SPRUCE HAYK HADZUKI-ET 1 T2 TMTC TY TV TL TD TE HHIT HHZT HH3T HHAT HHST HHeT
HAYK X CRUSHER X LIONEL
H0840003260815041

99% RHA ~ DMS: 234-345

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

Stbnr: 94186 kodnr: 99259
oAa: 342 B-Casein: ATA2  K-Casein: BB

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.27 Reslig
1.42 Starkt
113 Djup
0.63 Oppna revben
0.86 Brett

-0.49 Sluttande

0.33 Vinklad

-0.06 Parallell

0.18 Hog
0.37 Hog
0.79 Starkt
1.16 Hog
1.61 Brett

-0.24 Starkt
-0.07 Grund
-0.55 Tét
-0.41 Tat

1.40 Lang




JACKPOT

INDEXES
™ 3269
NM$ 856
FE$ | 295
PRODUCTION 00irs/0Herds  79%Rel.
PTAM | 1829
PTAP | 57
PTAP%  -0.01
PTAF 100
PTAF %  0.09
CFP 157
TYPE 005/ 0Herds  78% Rel.
PTAT |0.63
uUDC  0.53
FIC -0.48
BWC  -0.52

HEALTH AND FERTILITY TRAITS

SCS  2.98 75%
MAST 0.5 7%
PL 2.5 7%
v -1.9 7%
FI  -0.2 74%
SCR NA
SCE 0.9 74%
DCE [IST 72%
Ms [ 7.60 60%
25% 50%
Bottom 25% 25% - 50%

50% -

75%
75%

100%

Top 25%

29H021599 T-SPRUCE DNVO JACKPOT-ET 1R TP TC TY TV TL D TE HHIT HH2 HH3T HHAT HHST HHeT
MONTANA X TAOS X LIONEL

H0840003258179063  Sthnr: 94180  kodnr: 9-9215
99% RHA  DMS:  aAa:

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

B-Casein: A2A2  K-Casein: AA

0 Dtrs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.11 Reslig

-0.29 Starkt
-0.08 Djup

1.26 Oppna revben
0.17 Brett

0.22 Sluttande
0.50 Vinklad

-0.57 Parallell

0.12 Hog

-0.12 Hog

0.76 Starkt
0.93 Hog
0.96 Brett
0.39 Starkt
0.60 Grund
0.46 Tét
0.65 Tét
0.72 Lang

INDEXES
TPl | 3268
NM$ 863
Fes [277
PRODUCTION 015/ 0Herds  81%Rel.
PTAM | 1077
PTAP | 50
PTAP% | 0.05
PTAF |94
PTAF % 0.18
CFP 144
TYPE oprs/0Herds  78% Rel.
PTAT  0.40
ubpcC 0.36
FIC -0.30
BWC  -0.91

HEALTH AND FERTILITY TRAITS

SCS
MAST
PL

1\

FI
SCR
SCE
DCE
MS

2.81
1.0
3.7
-0.1
0.4
NA
1.5
2.0

76%
%
75%
2%
74%

62%
61%

7.06 6%

Bottom 25%

25%

25% -

50%

50%

50% -

75%
75%

100%
Top 25%

29H021537 T-SPRUCE DENOVO ZEST-ET 1R 1P TCTY TV TLTD TE HHIT HH2T HHT HHAT HHST Hil6T
LEEDS X GAMEDAY X RENEGADE
H0840003258178807  Stbnr: 94091

99% RHA  DMS:  aAa:

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifrén
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga bérben
Rak

Tat

Lag

Lag

Svagt

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

kodnr: 9-9163
B-Casein: A2A2  K-Casein: BB

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.35 Reslig

-0.47 Starkt
-0.13 Djup

1.26 Oppna revben

-0.31 Brett

0.64 Sluttande
1.53 Vinklad

-0.43 Parallell
-0.34 Hog
-0.06 Hog

0.19 Starkt
0.86 Hog
0.88 Brett

-0.42 Starkt

0.37 Grund

-0.40 Tét
-0.57 Tét

0.15 Lang
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FRONTENAC

Dam: Aurora Parfect 23719-ET

INDEXES
™ [3266
NM$ (729
HHP$ | 898
FE$ | 253
PRODUCTION 0015/ 0 Herds  82% Rel.
PIAM [ 1685
PTAP | 58
PTAP%  0.01
PTAF |94
PTAF%  0.09
CFP 152
TYPE 005/ 0Herds  81%Rel.
PTAT | 1.06
upC  0.61
FIC -0.35
swc 100

HEALTH AND FERTILITY TRAITS

SCS | 2.72 7%
MAST [2.6 72%
PL 3.1 7%
u  -2.4 74
FI  -0.6 76%
SCR NA
SCE 1.6 74%
DCE 2.2 70%
MS [ Z.25 625
25% 50%
Bottom 25% 25% - 50%

ODAYLE

50% -

75%
75%

100%
Top 25%

7H017256 AURORA FRONTENAC-ET 1 TP T TC TY TV TLTD TE HHIT HH2T HH3T HHAT HHST HH6T

KAHN X PARFECT X RAPID
H0840003259995043  Stbnr: 94093  kodnr: 9-9172

99% RHA  DMS:  aAa:

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

B-Casein: A2A2  K-Casein: AA

& €

0 Dtrs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.40 Reslig

1.18 Starkt

0.82 Djup

0.73 Oppna revben
1.98 Brett

0.18 Sluttande
1.13 Vinklad

-0.03 Parallell

0.06 Hog

-0.28 Hog

0.38 Starkt
1.14 Hog

1.89 Brett
0.13 Starkt

-0.59 Grund

031 Tat
0.70 Tat
0.35 Lang

INDEXES
TPI | 3256
NM$ 755
HHP$ | 781
FE$ | 230
PRODUCTION 00irs/0Herds  81%Rel.
PTAM | 798
PTAP 44
PTAP % 0.07
PTAF 71
PIAF% | 0.14
CFP 115
TYPE 005/ 0Herds  79% Rel.
PTAT |1.04
ubC | 0.98
FIC ' 0.37
BWC -0.39

HEALTH AND FERTILITY TRAITS

SCS  2.88 77%
MAST [ 1.8 2%
PL 3.0 76%
uv 0.4 73%
FI. 1.5 7%
SCR  -1.0 6%
SCE 1.3 %
DCE 14 7%
MS | 6.83 6%
25% 50%
Bottom 25% 25% - 50%

ZHBLeneiic

50% -

75%
75%

100%
Top 25%

7HO017375 LADYS-MANOR EAST ODAYLE-ET 1R 1P T TC TV TV L TD TE HHIT HHT HH3T HHAT HHST HH6T

EASTON X GAMEDAY X GRANITE
H0840003272026202  Sibnr: 94095  kodnr: 9-9174

99% RHA  DMS: 561-135

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

oAa: 243 B-Casein: A1A2  K-Casein: AB

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.29 Reslig

-0.13 Starkt

0.13 Djup
1.24 Oppna revben
1.25 Brett

-0.22 Sluttande

0.65 Vinklad
0.06 Parallell
0.19 Hog
0.53 Hog
0.82 Starkt
1.24 Hog
1.53 Brett
0.74 Starkt
0.33 Grund
0.86 Tat
0.85 Tét

-0.05/Lang




INDEXES

TPI
NM$
FE$

PRODUCTION 00irs/0Herds  81%Rel.

3248
729
240

29H021135 DENOVO 2404 GRENADE-ET TR TPTCTY TV TLTD TE HHTT HH2T HHST HHAT HHST HH6T

_— GOLDEN X TAOS X HUEY cocs
PTAP 45 H0840003234522404  Stbnr: 94031  kodnr: 99119 oS
PTAP %  OSIS 99%RHA  DMS:  oAa:  B-Casein: ATA2  K-Casein: BB e
PTAF | 92
PTAF % | 0.29
CFP 137
TYPE o0rs/0Herds  78% Rel. GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
PIAT  0.53 Storlek Lag ] 0.82 Reslig
upc  0.10 Styrka Vek ] 0.48 Starkt
FIC | 0.51 Kroppsdjup Grund L 0.18 Djup
ewcC [0.53 Mjolktyp Téta revben - 0.15 Oppna revben
Kors bredd Smalt . 0.29 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  Hoga béarben | 0.28 Sluttande
Ben sidan Rak | -0.11 Vinklad
SCS - 274l Ben bakifran Tét ] 0.54 Parallell
MAST  [3:272% N 2 5
L 27 7 Kotvinkel Lag I 0.68 Hog
w [0 m Ben bedémning Lag I 0.67 Hog
H 0.8 7 Fram juver Svagt L 0.21 Starkt
SCR NA Bakjuver hojd Lag I 0.51 Hog
SCE 1.5 80% Bakjuver bredd Smalt I 0.40 Brett
DCE (1.4 7% Juverligament Svagt I -0.01 Starkt
MS [ 7.20 5% Juver djup Djup ] 0.65 Grund
Spenplac fram Vid I -0.74 Tét
25% 50% 75% 100% Spenplac bak Vid | -0.67 Tat
Bottom 25% 25% - 50% 50% - 75% Top 25% Spenlangd Kort I 0.81 Lang

MGD: Winstar Crimson 5742-ET

CALEB-P

INDEXES
TPl | 3242
NM$ | 859
FE$ [261
PRODUCTION 0015/ 0 Herds 8% Rel. 29H021248 DENOVO 2476 CALEB-P-ET 1 pCTCTY TV TLTD TE HHIT HH2T HH3T HHAT HHST HHeT
— MAXWELL-P X ACURA X CRIMSON cocs
PAP 44 H0840003234522476  Stbar: 94179 kodnr: 9-9214 gorome.
Prap v  LOIGH 9%RHA DMS:  oAa:  B-Casein: ATA2  K-Casein: AE
PTAF |94
PTAF %  0.17
CFP 138
TYPE 00rs/OHerds  78% Rel. GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
PIAT  0.41 Storlek Lag | -0.30 Reslig
UDC  0.17 Styrka Vek | -0.33 Starkt
FIC |0.43 Kroppsdjup Grund I -0.43 Djup
BWC -0.64 Mijolktyp Téta revben I 0.50 Oppna revben
Kors bredd Smalt | -0.38 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ' Hoga barben | 0.17 Sluttande
Ben sidan Rak L 0.22 Vinklad
el Ben bakifrén Tét I 0.54 Parallell
MAST 0.2 71% . N .
Pl 3.8 Kotvinkel L?g | -0.17 Hég
w 2.6 Ben bedémning Lag - 0.31 Hog
A 0.3 7% Fram juver Svagt . 0.14 Starkt
SCR  -3.9 4 Bakjuver hjd Lag — 0.36 Hog
SCE | 1.3 8% Bakjuver bredd Smalt | 0.34 Brett
DCE 1.7 70% Juverligament Svagt | -0.63 Starkt
MS | 7.07 61% Juver djup Djup . 0.15 Grund
Spenplac fram Vid I -0.63 Tét
25% 50% 75% 100% Spenplac bak Vid | -0.62 Tat
Bottom 25% 25% - 50% 50% - 75% Top 25% Spenlangd Kort | 0.13 Lang
10 .hbgenetics.com EHBGEHEHG




INDEXES

I
NM$
HHP$

FE$

3237
444
559
139

PRODUCTION 00irs/0Herds  80%Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

903
39
0.03
61
0.09
100

TYPE 00Dis/0Herds  79% Rel.

PTAT
Shie
FLC
BWC

HEALTH AND FERTILITY TRAITS

SCS | 2.91 76%
MAST [1.2 7%
PL 2.2 75%
v -2.3 %
FI 0.7 74%
SCR 0.1 5%
SCE | 1.5 %
DCE | 1.5 58%
MS  6.66 6%

25% 50% 75% 100%

Bottom 25% 25% - 50% 50% - 75% I Top 25%

7H017700 HAVEITALL BLAKELY HINGE-ET 1R 1P 18 TC Tv TV TLTD TE HHIT HHZT HH3T HHAT HHST Hi6T

BLAKELY X PARFECT X DOC
H0840003277629429  Stbnr: 94099 kodnr: 9-9219

99% RHA ~ DMS: 123-135

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak

Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag
Lag
Svagt:
Lag
Smalt
Svagt
Djup
Vid
Vid
Kort

oAa: 234 B-Casein: A2A2  K-Casein: AB

<X o XORY

GUSA-HA Evaluation 8/25

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0 Dirs/0 Herds

I 2.26  Reslig
I 1.19 Starkt
| 1.46 Djup

.02 Oppna revben
I 2,50 Brett
I 0.86 Sluttande

| -0.02 Vinklad
I 2,02 Parallell
| 1.71 Hog
I 1.80 Hog
I 2 58 Starkt
I 3.28 Hog
I 3.45 Brett

I 1.61 Starkt
—?.12 Grund
I 0.99 Tat
I 1.38 Tat
- 0.24 Lang

INDEXES
TPl 3204
NM$ 547
HHP$ 686
FE$ 177

PRODUCTION 0015/ 0 Herds  81% Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

981
a7
0.05
60
0.07
107

TYPE 00Dis/0Herds  80%Rel.

PTAT
ubC
FLC
BWC

0.41

HEALTH AND FERTILITY TRAITS

SCS | 2.84 78%
MAST 0.6 72%
PL 3.0 76%
Lv -2.2 74%
FI 1.4 76%
SCR 0.3 86%
SCE 1.5 8%
DCE 2.0 7%
MS | 7.16 64%

25% 50% 75% 100%

Bottom 25% 25% - 50% 50% -75% I Top 25%

ZHB

7HO017107 T-SPRUCE ESQUIRE KAREEM-ET 1R 1P T8 TC TY TV TL D TE HHIT HHZT HH3T HHAT HHST HHeT

ESQUIRE X PARFECT X LIONEL
H0840003260815016  Stbnr: 93925  kodnr: 9-9094

99% RHA  DMS:  oAa:

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifrén
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

www.hbgenetics.com

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben

Rak
Tat
Lag
Lag
Svagt
Lag
Smalt
Svagt
Djup
Vid
Vid
Kort

B-Casein: A2A2  K-Casein: AA

<> 6 €)

GUSA-HA Evaluation 8/25

CDCB
andHA
Genomic
Eval. 8-25,
Zoetis 8-25

0 Dirs/0 Herds

— 0.47 Reslig
] 0.66 Starkt
- 0.24 Djup
] 0.67 Oppna revben
I 0.70 Brett

-0.93 Sluttande

-0.26 Vinklad
I 1.80 Parallell
— 0.96 Hog
— 110 Hog
| 1.30 Starkt
| 1.73 Hog
I 2,05 Brett

-0.16 Starkt
I 0.63 Grund

-0.16 Tat

-0.05 Tét
- 0.38 Lang



AUGUST

Genomtestade Tjurar

‘ Identification Hiirstamning ‘ Stbnr ‘ Kodnr Mjolk ‘ Siikerhet% Protein ‘
WWS | 250H017022 KNACK Figaro x Deluxe x Biggelo 94184 99225 3432 865 863 82 49 13 162
WWS  250H017417 SALOON Sheepster x Gameday x Legacy 94296 99273 3382 950 907 81 47 110 157
WWS | 007H017378 ASSIST Sheepster x Parfect x Legacy 94183 99224 337 833 897 81 53 110 163
ABS 0294021849 SAMSUN Sheepster x Gameday x Pursuit 94096 99210 3368 892 1029 81 49 98 147
WWS | 250H017513 TUBMAN Sheepster x Parfect x Rapid 94185 99226 3367 754 1704 82 56 78 134
WWS  250H017641 BRUMBY Recharge x Holysmokes x Granada 94297 99274 3359 782 532 79 39 9 130
WWS | 250H017683 RAINMAN Recharge x Engineer x Captain 94293 99270 3349 820 676 79 4 101 148
WWS  007HOT6966  SANBORN Hayk x Gameday x Acura 94295 99272 33N 728 790 82 46 85 131
WWS | 007H017535 SHERBET Easton x Trooper x Acura 94289 99260 3299 749 1043 81 4 67 114
WWS  250H017298 HABULOUS-P  Hayk x Parfect x Luster-P 94294 99271 3295 592 747 82 48 63 1
WWS | 250H016420 BOATSHOW Gameday x Jurassic x Yoda 93800 9-8791 3286 749 394 82 4 109 150
WWS  007H017106 HADZUKI Hayk x Crusher x Lionel 94186 99259 3272 714 521 82 49 86 135
ABS 029H021599 | JACKPOT Montana x Taos x Lionel 94180 99215 3269 856 1829 79 57 100 157
ABS 029H021537 ZEST Leeds x Gameday x Renegade 94091 99163 3268 863 1077 81 50 94 144
WWS | 007H017256 FRONTENAC Kahn x Parfect x Rapid 94093 99172 3266 729 1685 82 58 94 152
WWS  007H017375 ODAYLE Easton x Gameday x Granite 94095 99174 3252 755 798 81 44 7 115
ABS 029H021135 GRENADE Golden x Taos x Huey 94031 99119 3248 729 331 81 45 92 137
ABS 029H021248 CALEB-P Maxwell-P x Acura x Crimson 94179 99214 3242 859 1123 82 44 94 138
WWS | 007H017700 HINGE Blakely x Parfect x Doc 94099 99219 32371 444 903 80 39 61 100
WWS  007H017107 KAREEM Esquire x Parfect x Lionel 93925 9-9094 3204 547 981 81 47 60 107
WWS | 250H017108 ESKIL Esquire x Conway x Lionel 94097 99175 3195 613 1045 82 42 65 107
ABS 029H021452  PEOSTA-P Pristine-P x Laker x Frazzled 94181 99216 3192 87 953 81 42 94 136
WWS | 250H017215 HADER Hayk x Parfect x Doc 94030 9917 3190 394 735 82 49 56 105
ABS 094H021331 SWAGGER Venom x Taos x Huey 94092 99171 3183 684 1223 82 55 90 145
WWS | 007H017285 RUFUS Hayk x Parfect x Simplicity-P-RC 94033 99133 3178 541 1042 82 46 67 113
WWS  007HO016835  LOGIC Frost Bite x Taos x Riveting 94178 99213 3150 713 524 82 39 62 101
ABS 094H021601 DANSBY-P Kahn x Conway x Eisaku 94290 99261 3113 550 695 81 4 79 120
WWS  014H017555 PARBIE-RED Redlea x Gameday x Mark 94291 99265 3109 508 1107 81 44 72 116
ABS 029H021067 MODERN Memorial-P x Acura x Jared 94035 99135 3051 668 1333 82 58 59 117
WWS  007H017428 PAMAZE-RED  Freestyle x Gameday x Mark 94182 99220 3040 458 749 81 32 49 81

Avkommebedéomda Tiurar

014H015179 TROOPER Renegade x Legendary x Josuper 93926 99096 3277
WWS 007H015465  CRUSHER Calvary x Legendary x Josuper 94098 99176 3250 950 225 99 42 119 161
WwWs 007H014985 RUPERT Renegade x Matters x Stoic 94039 99139 3198 673 1691 99 58 86 144
WWS 007H014454  LIONEL Frazzled x Montross x Supersire 93513 9-8604 3176 813 2609 99 67 1 178
WwWs 007H015937 ESQUIRE Taos x Brass x Apprentice 94090 99161 3124 556 1611 96 52 29 81
WWS 2501015955  HARMONY Parfect x Positive x Delta 93518 9-8654 33 398 1314 97 48 65 13
WwWs 007H014160 LUSTER-P Zipit-P x Kinghoy x Supersire 92559 9-7852 2971 369 1061 99 26 46 7

Kottras Tjurar

Kottras Identification Hiirstamning Kodnr Pris kr ‘ Pris sexad
Angus 829XB1092 NATIVE 3 x Angus 7-1984 150
Angus 029AN2236  CASHALIFE Roseda Powerball23 x Thomas Lass 43221 7017 7-2150 100 390
Angus 029XB0072 NUERAT14 0144 Payweight 1682 x Waylon W34 700820 7-1984 390
Angus 009AN569 YOUNG Rampage 0A36 x New Design 669 700624 71906 110
Hereford 029HP944 RANCHER Fisher 1 Midas x Fisher x Jaguar 700576 7-1883 110
Hereford 829HP0957  TOLKEN Moeskaer Ultra 1582 x Barwise 1 Wellington 701118 7-2151 100
Hereford 829HP0960 FERGUSON Vexour 1 Palmer x Dendor 1 Ledley 701166 717 120
Limosin 029LM0108  ONSLOW Mereside Leo x Kaprico Ravelle 700490 71831 150 390
Simmental 029SM0500  KINGSTON Drumagardner Hughes X Bel Capercaillie 700847 7-1991 110
Sim-Angus 829XB0145 NUERAO0145 Profit Driven x Nuera T14 Nana 701038 7-2110 150
Wagyu 009KB3 HARU Nakagishhiro x Studhiko417 700970 7-2066 210
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Protein% Fett% (4 Siikerhet% JUVER BEN Kalvning F Celltal PL Fl Mj hastig SCR Pris kr Pris sexad Svensk ID
0.08 0.28 1.7 80 1.45 0.70 1.5 2.83 25 0.1 6.99 24 350 590 800017-1092-23
0.06 0.27 0.43 79 0.72 0.33 1.6 287 51 04 128 310 550 800017-1279-23
0.09 0.27 1.38 80 0.40 1.01 1.8 2.88 37 04 127 290 540 800017-1091-23
0.06 0.20 0.82 80 0.70 0.61 1.9 272 5.0 0.4 6.91 570 800017-948-23
0.00 0.03 1.51 80 113 0.92 1.7 2.90 44 1.5 7.38 350 580 800017-1093-23
0.08 0.26 1.21 79 1.28 0.75 1.3 272 42 1.3 6.70 250 510 800017-1280-24
0.09 0.27 0.92 79 0.94 0.44 14 2.84 3.3 0.7 6.83 270 530 800017-1272-24
0.07 0.19 1.4 81 0.76 0.24 1.6 287 43 20 719 0.2 270 540 800017-1277-23
0.05 0.09 1.1 79 0.70 117 1.5 2.86 49 20 710 0.3 250 490 800017-1203-23
0.09 0.12 2.33 81 1.34 117 1.5 271 43 0.6 123 0.7 250 540 800017-1277-23
0.11 0.35 1.22 81 0.95 0.14 1.9 2.65 25 0.6 716 1.7 250 510 800017-0033-21
0.12 0.24 1.08 80 0.34 0.00 21 2.80 3.7 1.6 6.83 0.3 220 470 800017-1202-22
0.01 0.09 0.63 8 0.53 -0.48 0.9 2.98 25 Q0.2 7.60 290 550 800017-1039-23
0.05 0.18 0.40 8 0.36 -0.30 1.5 281 3.7 0.4 7.06 220 800017-787-23
0.01 0.09 1.06 81 0.61 0.35 1.6 277 31 0.6 125 240 490 800017-844-23
0.07 0.14 1.04 79 0.98 0.37 1.3 2.88 3.0 1.5 6.83 -1.0 230 490 800017-852-23
0.13 0.29 0.53 8 0.10 0.51 1.5 2.74 27 0.8 720 250 490 800017-545-22
0.03 0.17 0.41 8 0.17 0.43 1.3 2.90 3.8 0.3 7.07 -3.9 270 430 800017-1037-22
0.03 0.09 273 79 231 148 1.5 291 22 0.7 6.66 0.1 320 570 800017-1075-23
0.05 0.07 1.42 80 1.14 1.23 1.5 2.84 3.0 14 716 0.3 250 490 800017-467-22
0.03 0.08 2.02 81 1.39 115 1.6 2.90 3.3 0.3 1.34 0.5 240 450 800017-854-22
0.04 0.20 0.01 8 0.15 0.00 1.3 2.86 4.0 0.1 112 240 800017-1041-23
0.09 0.09 233 81 1.54 0.89 1.7 273 28 0.0 6.83 1.5 250 480 80017-543-22
0.05 0.14 0.27 8 0.15 0.36 1.6 2.95 22 0.2 1.34 0.7 270 800017-840-22
0.04 0.09 1.78 81 119 0.49 20 2.84 25 Q0.1 122 1.7 270 800017-633-23
0.08 0.15 0.27 81 0.21 0.23 14 279 5.0 1.9 7.07 1.2 440 800017-1035-22
0.07 0.19 1.18 80 0.56 -0.09 1.7 292 21 0.0 7.05 0.8 420 800017-1213-23
0.03 0.10 1.4 80 1.35 0.33 1.6 3.10 1.3 0.1 7.04 290 520 800017-1217-23
0.05 0.01 0.49 80 0.05 -0.05 22 3.03 3.0 0.8 718 240 800017-636-22
0.03 0.07 0.88 80 0.86 0.71 14 2.80 3.6 1.0 6.93 24 210 420 800017-1077-23

Protein% Fett% Siikerhet% JUVER Kalvning F Celltal Mj hastig Pris kr Pris sexad Svensk ID
011 0.23 0.98 98 0.52 1.63 1.7 3.02 35 1.7 720 0.6 310 560 800017-472-19
0.13 0.41 -0.01 98 -0.70 -0.50 1.6 2.88 41 0.1 6.71 1.7 210 460 80007-9954-19
0.01 0.06 0.42 94 0.1 0.67 20 3.02 23 0.9 749 -1.8 210 420 800017-647-19
-0.06 0.01 0.07 99 -0.08 -1.16 1.7 2.94 0.6 -1.6 711 0.4 250 480 800007-9188-17
0.00 013 1.61 89 0.94 1.14 1.6 2.75 48 0.5 717 -1.9 260 800017-468-20
0.02 0.04 231 89 1.82 1.07 20 3.01 0.0 -13 17.07 1.6 210 420 800007-9326-20
0.03 0.01 1.95 99 1.16 1.65 1.8 287 0.9 0.2 116 -1.6 290 510 800007-6707-16
TERMS OF USE. WARRANTY STATEMENT
Products soldvby World Wide Sires, Ltd. or s offiiates to a buyer shall not be used _uther Thmj as authorized by the terms and conditions in the sales invoice. “GForce, “GForce+, “Showcase, and "Elite Sexed Fertility
Each conventionally processed semen straw (not sex sorted) shall be used only for insemination of o female bovine. ALL OTHER USES OF BOVINE SEMEN + trad ks of Select Sires I
FRON WORLD WIDE SIRES, LTD. ND ITS AFFLIATES ARE STRICTLY PROHIBITED WITHOUT THE PRIOR WRITTEN CONSENT OF SELECT SIRES INC. INCLUDING are trademarks of setect stres Inc.
(WITHOUT LIMITATION) GENOTYPING, SEQUENCING, CLONING, GENETIC ANALYSIS, GENETIC MANIPULATION OR FOR RESEARCH. World Wide Sires, Lid., Select
Sites Inc., fs m_ember cooperafives, s ogents or employees nnot and do not guarantee lhe concepfion rae, gender, quality or prm?um‘wty o be obtained °FeedPRO, “RobotPRO, "MasitisResitantPRO,
in connection with the use of ifs products or recommended techniques. It makes no warranfies of any kind whatsoever, expressed or implied, which extend ‘ “FertilityPRO and *GrazingPRO istered
beyond the description of its products and hereby disclaims all warranties of merchantability and fitness for a particular purpose. In the nlikely event that any !‘Q ertility an rafzmg are registere
of our products shall be proven to be defective, damages resulfing from their use shall exclude consequential damages and be limited to the purchase price trademarks of Select Sires Inc.
of the product.
Limitations and Condifions of Sale: gender SELECTed semen shall be used only for the single insemination of one female bovine during natural ovulafion with All gender SELECTED semen is processed using Ultraplus™ technology. Ultraplus
the intent to produce single offspring unless specifically approved on an indvidual customer basis by Sexing Technologies in writing. As a condition of purchasing is a trademark of STGen LLC. "gender SELECTED semen is a trademark of Select
gender SELECTed semen, the purchaser agrees thot gender SELECTed semen will not be reverse sorted or re-sorfed unless specifically permitted, in advance, on o Sires Inc.
cose-by-case basis by Select Sires in wrifing. Select Sires intends to monitor the use of the gender SELECTed semen and vigorously enforce these resfrictions on
use. Please see hitp://www.selectsires.com /designations /genderselected. himl for additional details
> Accelerated Genetics*
GENERVATIONS A
A—
A
@Select Sires, “Genervations and ®Accelerated Genefics are registered frademarks of Select Sires Inc.
Herd Health Proft Dollors (HHPS®) is o trademark of Select Sires Inc.
®Total Performance Index s o registered trodemark of Holstein Association USA.
EHB www.hbgenetics.com 13




INDEXES

TPl
NM$
HHP$

FE$

PRODUCTION 0 Dirs/ O Herds

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

TYPE o Dtrs/ O Herds

PTAT
ubC
FLC
BWC

3195
613
698
191

1045
42
0.03
65
0.08
107

81% Rel.

2.02
1.39
1.15
0.61

82% Rel.

HEALTH AND FERTILITY TRAITS

SCs
MAST
PL

1\

FI
SCR
SCE
DCE
MS

2.90 79%
1.7 1%
3.3 %
0.1 74
-0.3 76%
-0.5 8%
1.6 8%
2.0 7%
7.34 4%

25% 50%

Bottom 25% 25% - 50%

PEOSTA-P

50% -

75%
75%

100%
Top 25%

250H017108 T-SPRUCE ESQUIRE ESKIL-ET 1R 1P 14 TC Y TV TLTD TE HHIT HH2T HH3T HHAT HHST HH6T

ESQUIRE X CONWAY X LIONEL
H0840003260815034  Stbnr: 94097  kodnr: 9-9175

99% RHA  DMS: 234-123  oAa: 354  B-Casein: A2A2  K-Casein: AA

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag |
Styrka Vek |
Kroppsdjup Grund I
Mjolktyp Téta revben I
Kors bredd Smalt I
Korsluttning ' Hoga barben |
Ben sidan Rak I
Ben bakifran Tat |
Kotvinkel Lag I
Ben bedémning Lag I
Fram juver Svagt I
Bakjuver hojd Lag ]
Bakjuver bredd Smalt I
Juverligament Svagt I
Juver djup Djup |
Spenplac fram Vid I
Spenplac bak Vid I
Spenléngd Kort |

MGD: De-Su Frazzled 6984

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.60 Reslig
1.07 Starkt
1.25 Djup
1.70 Oppna revben
1.02 Brett
-0.15 Sluttande
1.09 Vinklad
1.40 Parallell
0.90 Hog

147 Hog

1.87 Starkt
1.74 Hog

1.95 Brett
1.03 Starkt
1.59 |Grund
0.55 Tét

0.68 Tat
-0.21/Lang

INDEXES
™ 3192
NM$ | 871
FE$ | 272
PRODUCTION 0015/ 0Herds  81%Rel
PTAM 953
PTAP 42
PTAP % 0.04
PTAF | 94
PTAF % | 0.20
CFP 136
TYPE 0015/ OHerds  78%Rel.
PTAT  0.01
UDC  0.15
FIC 0.00
BWC -0.82

HEALTH AND FERTILITY TRAITS

SCs
MAST
PL

Ly

FI
SCR
SCE
DCE
Ms

Bottom 25%

14

2.86 77%
1.0 71%
4.0 7%
1.3 7%
-0.1 75%
NA

1.3 7%
1.9 7%
7.1261%

25% 50%

25% - 50%

50% -

75%
75%

100%
Top 25%

29H021452 DENOVO 2091 PEOSTA-P-ET t pCTCTY V1L TD TE HHIT HH2T HHST HHAT HHST HilT

PRISTINE-P X LAKER X FRAZZLED

H0840003234522091

99% RHA  DMS:  aAa:

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

Sthnr: 94181
B-Casein: A2A2  K-Casein: AB

kodnr: 9-9216

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0 Dirs/0 Herds

ZHBGenelics

-0.51 Reslig
-0.42 Starkt
-0.47 Djup
0.62 Oppna revben
-0.40 Brett
-0.15 Sluttande
0.25 Vinklad
-0.48 Parallell
-0.56 Hog

0.04 Hog
-0.15 Starkt
0.60 Hog
0.54 Brett
-0.58 Starkt
-0.13 Grund
-1.18 Tat

-1.09 Tét

0.28 Lang



INDEXES

I
NM$
HHP$

FE$

PRODUCTION 0015/ 0 Herds  82% Rel.

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

TYPE o Dtrs/ O Herds.

PTAT
Shie
FLC
BWC

3190
394
666
126

735
49
0.09
56
0.09
105

81% Rel.

HEALTH AND FERTILITY TRAITS

250H017215 DUCKETT HAYK HADER-ET 1R 1P 14 TC TY TV TLTD TE HHIT HHZT HH3T HHAT HHST HH6T

HAYK X PARFECT X DOC
H0840003260843021
99% RHA  DMS: 123

Stbnr: 94030  kodnr: 99117
0Aa: 234 B-Casein: ATA2  K-Casein: BB

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

GENERVATIONS ‘§( +
A

GUSA-HA Evaluation 8/25

0 Dirs/0 Herds

SCS [2.73 7%
MAST [ 3.4 73%
PL 2.8 77%
v -2.4 74
Fl. 0.0 77%
SCR 1.5 87%
SCE 1.7 7%
DCE 1.6 0%
MS  6.83 6%

25% 50% 75% 100%

Bottom 25% 25% - 50% 50% - 75% I Top 25%

Storlek Lag I 2.9 Reslig
Styrka Vek I 2,21 Starkt
Kroppsdjup Grund IS | 1.78 Djup
Mjolktyp Téta revben I 0.75 Oppna revben
Kors bredd Smalt I 2.16 Brett
Korsluttning ' Hoga barben I 0.59 Sluttande
Ben sidan Rak | -0.21 Vinklad
Ben bakifran Tat ] 1.51 Parallell
Kotvinkel Lag ] 1.71 Hég

Ben bedémning Lag ] 1.40 Hég

Fram juver Svagt I 2,30 Starkt
Bakjuver hojd Lag I 2,62 Hog
Bakjuver bredd Smalt I 2,44 Brett
Juverligament Svagt I 0.56 Starkt
Juver djup Djup I 2,24 Grund
Spenplac fram Vid 1 0.04 Tat
Spenplac bak Vid | 0.17 Tat
Spenlangd Kort I 179 Ling

29H021331 DENOVO 2485 SWAGGER-ET TP 7C 7Y TV TL T TE HHIT HHZI HH3T HHAT HHST HHeT

VENOM X TAOS X HUEY
H0840003234522485  Sthnr: 94092  kodnr: 99171

CDCB
andHA
Genomic

INDEXES
TPI 3183
NM$ | 684
FE$ | 240
PRODUCTION 00t/ 0Herds  82%Rel.
PIAM  [1223
PTAP |55
PTAP%  0.05
PTAF |90
PIAF% | 0.14
CFP 145
TYPE 005/ 0Herds  78% Rel.
PTAT  0.27
uDC  -0.15
FIC |0.36
swe [Sleal—

HEALTH AND FERTILITY TRAITS

SCS  2.9577%
MAST  -0.1 72%
PL 2.2 76%
LV =0.7 73%
Fl 0.2 7%
SCR 0.7 7%
SCE 1.6 8%
DCE [1.5 7%
Ms | 7.34 6%
25% 50%
Bottom 25% 25% - 50%

ZHB

50% -

75%

75%

100%

I Top 25%

Eval.8-25,
99%RHA DMS:  oAa:  B-Casein: AIA?  KCasein: BB

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag I 1.57 Reslig
Styrka Vek I 0.80 Starkt
Kroppsdjup Grund I 0.87 Djup
Mijolktyp Téta revben ] 0.95 Oppna revben
Kors bredd Smalt I 0.56 Brett
Korsluttning  Hoga barben I 1.20 Sluttande
Ben sidan Rak u 0.13 Vinklad
Ben bakifrén Tat I 0.75 Parallell
Kotvinkel Lag I 0.59 Hog
Ben bedémning Lag I 0.64 Hog
Fram juver Svagt | -0.17 Starkt
Bakjuver hojd Lag | 0.13 Hog
Bakjuver bredd Smalt 1 0.60 Brett
Juverligament Svagt - 0.31 Starkt
Juver djup Djup u 0.09 Grund
Spenplac fram Vid I 0.44 Tét
Spenplac bak Vid | 0.38 Tat
Spenlangd Kort - 0.18 Lang

15
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RUFUS*RC

INDEXES
™ 3178
NM$ 541
HHP$ | 670
FE$ 180
PRODUCTION 00irs/0Herds  82%Rel.
PTAM | 1042
PTAP 46
PTAP%  0.04
PTAF 67
PTAF%  0.09
CFP 113
TYPE 0015/ 0Herds  81%Rel.
prar 178
upc [1a19
FIC | 0.49
Bwc [1.04

HEALTH AND FERTILITY TRAITS

SCS | 2.84 1%
MAST  [2:2 7 73%
PL 2.5 7%
v -2.0 4%
FI -0.1 77%
SCR [ 1.7 61%
SCE 2.0 7%
DCE 1.8 70%
MS | 7.22 63%
25% 50%
Bottom 25% 25% - 50%

50% -

75%
75%

100%

Top 25%

7HO017285 TRENT-WAY RUFUS-ET RCTP TM TCTY TV TLTD TE HHIT HH2T HHST HHAT HHST Hil6T
HAYK X PARFECT X SIMPLICITY-P*RC

H0840003261835781

99% RHA ~ DMS: 123-135

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

Sthnr: 94033 kodnr: 99133
oAa: 435  B-Casein: ATA2  K-Casein: BB

0 Dtrs/0 Herds
|
|
|
|
|

[ |
|
|
|
|
|

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

1.62 Reslig
1.20 ‘Starkt
1.14 Djup
1.10 Oppna revben
1.36 Brett
-0.26 Sluttande
1.32 Vinklad
0.77 Parallell
059 Hog

0.87 Hog

1.79 Starkt

I 2,08 HOg
I 1,94 Brett

0.33 Starkt
1.08 Grund
0.21 Tat
0.20 Tat
0.84 Lang

INDEXES
™ 3150
NM$ 713
HHP$ 749
FE$ 195
PRODUCTION 00irs/0Herds  82%Rel.
PTAM 524
PTAP 39
PTAP% | 0.08
PTAF 62
PTAF %  0.15
CFP 101
TYPE 00Drs/ OHerds  81%Rel.
PTAT  0.27
UDC  0.21
FIC ' 0.23
BWC -0.57

HEALTH AND FERTILITY TRAITS

SCS  2.79 194
MAST [ 1.7 74
PL 5.0 77%
uv 1.2 7%
FI 1.9 17%
SCR | 1.2 8%
SCE 1.4 %%
DCE | 1.6 7%
MS | 7.07 64%
25% 50%
Bottom 25% 25% - 50%

16

50% -

75%
75%

100%
Top 25%

7H016835 VATLAND HENDEL LOGIC-ET TR TP T TCTY TV TLTD TE HHTT HH2T HHST HHAT HHST HHeT

FROST BITE X TAOS X RIVETING

H0840003250270748  Stbnr: 94178 kodnr: 9-9213
99% RHA ~ DMS: 345-135

GUSA-HA Evaluation 8/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mijolktyp Téta revben
Kors bredd Smalt
Korsluttning  Hoga béarben
Ben sidan Rak
Ben bakifrén Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenléngd Kort
.hbgenetics.com

B-Casein: A2A2

K-Casein: AB

0 Dirs/0 Herds

ZHBGenelics

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

-0.63 Reslig

-0.48 Starkt

-0.82 Djup

-0.03 Oppna revben
-0.18 Brett

-0.42 Sluttande

0.81 Vinklad

-0.32 Parallell
-0.11 Hog

0.23 Hog
0.45 Starkt
0.61 Hog
0.23 Brett

-1.05 Starkt
-0.07 Grund
-0.73 Tét
-0.86 Tét

0.54 Lang



DANSBY-P

INDEXES
™ [3113
NM$ | 550
FE$ [197
PRODUCTION o1/ 0Herds — 81% Rol
PTAM 695
PTAP | 41
PTAP%  0.07
PTAF | 79
PTAF% | 0.19
CFP 120
TYPE 001/ 0Herds  80% Rel.
PIAT [1.18
UDC  0.56
FIC  -0.09
pwe  [osI—

HEALTH AND FERTILITY TRAITS

SCS | 2.9278%
MAST [1.5 72%

PL 2.1 7%
u  -1.4 73
FI 0.0 75%
SCR  -0.8 66%
SCE 1.7 74%

DCE 1.9 70%
MS | 7.05 62%

25% 50% 75%
Bottom 25% 25% - 50% 50% - 75%

PARBIE-RED

100%
I Top 25%

94H021601 KINGS-RANSOM DANSBY-P-ET 1R PCTCTY TV TL D TE HHIT HH2T HH3T HHAT HHST HHeT

KAHN X CONWAY X EISAKU

H0840003247634363  Stbnr: 94290  kodnr: 9-9261
99% RHA  DMS:  aAa:

B-Casein: A2A2  K-Casein: AA

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag ]
Styrka Vek I
Kroppsdjup Grund I
Mjolktyp Téta revben I
Kors bredd Smalt ———
Korsluttning ' Hoga barben I
Ben sidan Rak I
Ben bakifran Tat 1
Kotvinkel Lag -
Ben bedémning Lag I
Fram juver Svagt I
Bakjuver hojd Lag I
Bakjuver bredd Smalt I
Juverligament Svagt I
Juver djup Djup I
Spenplac fram Vid I
Spenplac bak Vid I
Spenléngd Kort |

1.67 Reslig

1.26 Starkt

1.38 Djup

1.46 Oppna revben
2.03 Brett

0.84 Sluttande
1.56 Vinklad

-0.03 Parallell

0.22 Hog
0.42 Hog
0.74 Starkt
0.86 Hog
1.46 Brett
0.60 Starkt
0.55 Grund
0.87 Tét
1.11 Tat
0.25 Lang

14H017555 SIEMERS PARBIE-RED-ET 2 18 7C TY TV TL D TE HHIT HHZT HH3T HHAT HHST HHeT

INDEXES
TPI 3109
NM$ 508
HHPS$ | 591
FE$ [195
PRODUCTION 00irs/0Herds  81%Rel.
PIAM [1107
PTAP 44
PTAP%  0.03
PTAF 72
PTAF%  0.10
CFP 116
TYPE 005/ 0Herds  80% Rel.
PraT [RATI—
uoc [ESSI——
FIC ' 0.33
BWC | 0.27

HEALTH AND FERTILITY TRAITS

SCS  3.10 78%
MAST 0.1 72%
PL 1.3 76%
v -2.9 73%
FI 0.1 7%
SCR  NA

SCE 1.6 63%
DCE 2.1 60%
MS | 7.04 5%

25% 50% 75% 100%

Bottom 25% 25% - 50% 50% -75% I Top 25%

REDLEA X GAMEDAY X MARK *RC

H0840003267429058  Stbnr: 94291

99% RHA ~ DMS: 234-345

Accelerated Genetics*
g 4

kodnr: 9-9265
oAa: 324 B-Casein: A1A2  K-Casein: AA

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag I
Styrka Vek |
Kroppsdjup Grund |
Mijolktyp Téta revben I
Kors bredd Smalt I
Korsluttning  Hoga béarben I
Ben sidan Rak I
Ben bakifrén Tat _—
Kotvinkel Lag -
Ben bedémning Lag —
Fram juver Svagt I
Bakjuver hojd Lag ]
Bakjuver bredd Smalt e |
Juverligament Svagt I
Juver djup Djup I
Spenplac fram Vid |
Spenplac bak Vid |
Spenldngd Kort m

www.hbgenetics.com

CDCB
andHA
Genomic
Eval. 8-25,
Zoetis 8-25

0.68 Reslig
0.28 Starkt
0.30 Djup
0.80 Oppna revben
1.54 Brett

-0.85 Sluttande

0.86 Vinklad
0.31 Parallell
0.29 Hog
0.53 Hog
1.45 Starkt
1.96 Hog
2.00 Brett
0.43 Starkt
0.87 Grund
0.36 Tét
0.50 Tét
0.17 Lang

17



INDEXES

I
NM$
FE$

PRODUCTION 0 Dirs/ O Herds

PTAM
PTAP
PTAP %
PTAF
PTAF %
CFP

TYPE o Dtrs/ O Herds

PTAT
ubC
FLC
BWC

3051
668
232

1333
58
0.05
59
0.01
117

80% Rel.

0.49
0.05
-0.05
-0.41

82% Rel.

HEALTH AND FERTILITY TRAITS

SCS  3.03 7%
MAST  -1.0 73%
PL 3.0 7%
v 0.1 73%
FI  -0.8 77%
SCR  NA
SCE 2.2 9%
DCE 2.3 7%
MS | 7.18 63%
25% 50%
Bottom 25% 25% - 50% 50% -

PAMAZE-RED

75%
75%

100%
Top 25%

29H021067 DENOVO 19481 MODERN-ET 1R 1P 1CTY 1L D TE HHIT HH2T HHT HHAT HHST Hil6T
MEMORIAL-P X ACURA X JARED
H0840003253682842  Stbnr: 94035  kodnr: 9-9135

99% RHA  DMS:  aAa:

B-Casein: A2A2  K-Casein: BB

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

GUSA-HA Evaluation 8/25 0 Dirs/0 Herds
Storlek Lag -
Styrka Vek |
Kroppsdjup Grund I
Mjolktyp Téta revben I
Kors bredd Smalt I
Korsluttning ' Hoga barben |
Ben sidan Rak ]
Ben bakifran Tat |
Kotvinkel Lag |
Ben bedémning Lag u
Fram juver Svagt I
Bakjuver hojd Lag _—
Bakjuver bredd Smalt |
Juverligament Svagt I
Juver djup Djup I
Spenplac fram Vid |
Spenplac bak Vid |
Spenléngd Kort I

0.24 Reslig

0.19 Starkt

0.47 Djup

1.55 Oppna revben
0.54 Brett

0.92 Sluttande
0.52 Vinklad

-0.25 Parallell
-0.23 Hog

0.11 Hog

-0.73 Starkt

0.38 Hog
1.59 Brett
0.65 Starkt

-1.17 Grund

0.27 Tat
0.39 Tat
0.58 Lang

INDEXES
TPI 3040
NM$ 458
HHP$ 568
FE$ 114
PRODUCTION 0015/ 0 Herds  81% Rel.
PIAM | 749
PTAP 32
PTAP % 0.03
PTAF 49
PTAF%  0.07
CFP 81
TYPE 00irs/0Herds  80% Rel.
PTAT |0.88
ubC | 0.86
Fic [0z
swc [0:67

HEALTH AND FERTILITY TRAITS

SCS  2.80 78%
MAST 1.0 74%
PL 3.6 7%
v 0.3 74%
Fl 1.0 76%
SCR 2.4 0%
SCE 1.4 7%
DCE | 1.6 7%
MS  6.93 58%
25% 50%
Bottom 25% 25% - 50%

50% -

75%
75%

100%
Top 25%

7HO017428 SIEMERS PAMAZE-RED-ET 1» T TC TY TV TLTD TE HHIT HH2T HH3T HHAT HHST HHeT

FREESTYLE-RED X GAMEDAY X MARK *RC
H0840003267428205  Stbnr: 94182  kodnr: 9-9220

99% RHA ~ DMS: 234-345

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifrén
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenldngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag

Lag

Svagt

Lag

Smalt

Svagt

Djup

Vid

Vid

Kort

oAa: 465  B-Casein: ATA2  K-Casein: AA

0 Dirs/0 Herds

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.71 Reslig
0.44 Starkt
0.08 Djup

-0.15 Oppna revben

0.69 Brett
1.20 Sluttande
0.76 Vinklad
0.94 Parallell
0.79 Hog
0.79 Hog
1.14 Starkt
1.02 Hog
0.90 Brett
0.36 Starkt
1.18 Grund
0.69 Tat
0.40 Tét
0.29 Lang

.hbgenetics.com
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TROOPER

INDEXES
v 3277
NM$ | 620
HHPS 769
FE$ | 202
PRODUCTION 729 bris/ 501 Herds 9% Rel.
PTAM 564
PTAP | 49
PTAP% | 0.11
PTAF 86
PTAF % |0.23
CFP 135
TYPE 584Drs/ 119 Herds ~ 98% Rel.
PTAT [0.98
UDC  0.52
Fic 1963
BWC [0.92

HEALTH AND FERTILITY TRAITS

SCS  3.02 9%
MAST  -0.3 91%
PL 3.5 9%
LV -0.7 8%
Fl. 1.7 %
SCR  -0.6 %%
SCE 1.7 %
DCE 2.8 9%
MS | 7.20 %%
25% 50%
Bottom 25% 25% - 50% 50% -

75%
75%

100%

Top 25%

14H015179 PLAIN-KNOLL RENEGAD TROOPER 1R 1P TCTY TV TLTD TE HHIT HHT HHT HHAT HHST Hil6T

RENEGADE X LEGENDARY X JOSUPER cocs
H0840003149934610  Stbnr: 93926  kodnr: 99096 oS
99%RHA  DMS: 456-345  aAo: 432 B-Casein: AIA2  K-Casein: AB e
Accelerated Genetics “

= N4

GUSA-HA Evaluation 8/25 584 Dirs/119 Herds
Storlek Lag ] 0.52 Reslig
Styrka Vek I 0.80 Starkt
Kroppsdjup Grund - 0.23 Djup
Mjolktyp Téta revben I -0.43 Oppna revben
Kors bredd Smalt - 0.16 Brett
Korsluttning ' Hoga barben I -0.79 Sluttande
Ben sidan Rak u 0.13 Vinklad
Ben bakifran Tat I 2,31 Parallell
Kotvinkel Lag I 0.96 Hog
Ben bedémning Lag | 1.46 Hog
Fram juver Svagt I 1.14 Starkt
Bakjuver hojd Lag I 1.00 Hog
Bakjuver bredd Smalt I 0.76 Brett
Juverligament Svagt | -0.19 Starkt
Juver djup Djup I 0.44 Grund
Spenplac fram Vid | -0.37 Tat
Spenplac bak Vid | -0.18 Tat
Spenlangd Kort I 1.00 Lang

INDEXES
TP | 3250
NM$ | 950
HHP$ | 880
FE$ | 300
PRODUCTION 2009 Dirs/ 131 Herds ~ 99% Rel.
PTAM 225
PTAP |42
PTAP% |0.13
PTAF 119
PTAF % | 0.41
CFP 161
TYPE 3530ts/ 46 Herds ~ 98% Rel.
PTAT  -0.01
UDC  -0.70
FIC -0.50
BWC -0.15

HEALTH AND FERTILITY TRAITS

7H015465 PLAIN-KNOLL CRUSHER-ET TR 1P T TC TY TV L TD TE HHIT HHT HHT HHAT HHST HH6T

CALVARY X LEGENDARY X JOSUPER
H0840003149934677  Stbnr: 94098  kodnr: 9-9176

CDCB
andHA
Genomic

SCS | 2.88 %%
MAST 0.6 8%
PL (4.1 93%
v 3.5 8%
FI 0.1 9%
SCR |17 %1%
SCE 1.6 %%
DCE 1.8 %%
MS  6.71 9%

25% 50% 75% 100%

Bottom 25% 25% - 50% 50% - 75% Top 25%

ZHBLeneiic

Eval.8-25,
99%RHA  DMS: 135345  aha: 243 B-asein: AIA2  K-Casein: AA e
GUSA-HA Evaluation 8/25 353 Dirs/46 Herds
Storlek Lag I 0.69 Reslig
Styrka Vek | -0.01 Starkt
Kroppsdjup Grund - 0.27 Djup
Mijolktyp Téta revben I 0.96 Oppna revben
Kors bredd Smalt I 0.74 Brett
Korsluttning  Hoga barben I 1.18 Sluttande
Ben sidan Rak u 0.12 Vinklad
Ben bakifran Tat I -0.81 Parallell
Kotvinkel Lag — -0.55 Hog
Ben bedémning Lag | -0.16 Hog
Fram juver Svagt I -1.12 Starkt
Bakjuver hojd Lag | -0.15 Hog
Bakjuver bredd Smalt I 0.73 Brett
Juverligament Svagt u 0.12 Starkt
Juver djup Djup I -0.92 Grund
Spenplac fram Vid I -1.37 Tét
Spenplac bak Vid I -0.84 Tat
Spenlangd Kort I 1.96 Ling
.hbgenetics.com



RUPERT

INDEXES
™ [3198
NM$ | 673
HHP$ 755
FE$ | 245
PRODUCTION 1640015/ 398 Herds 9% Rel.
PTAM | 1691
PTAP | 58
PTAP%  0.01
PTAF 86
PIAF%  0.06
CFP 144
TYPE 60 0trs/ 177 Herds ~ 94% Rel.
PTAT  0.42
UDC  -0.11
Fic [0l67
BWC | 0.42

HEALTH AND FERTILITY TRAITS

SCS  3.02 97%
MAST  -1.4 5%
PL 2.3 9%
v -2.2 8%
FI 0.9 93%
SCR  -1.8 9%
SCE 2.0 9%
DCE 2.0 90%
MS | 7.49 86%
25% 50%
Bottom 25% 25% - 50% 50% -

75%
75%

100%
Top 25%

7H014985 S-S-| RENEGADE RUPERT-ET 1R 1P T TC TY TV L TD TE HHIT HH2T HHT HHAT HHST HHGT

RENEGADE X MATTERS X STOIC
H0840003202794675  Stbnr: 94039  kodnr: 99139
99% RHA ~ DMS: 345-234

GUSA-HA Evaluation 8/25

Storlek

Styrka
Kroppsdjup
Mjolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben
Rak

Tat

Lag
Lag
Svagt
Lag
Smalt
Svagt
Djup
Vid
Vid
Kort

oAa: 342 B-Casein: A2A2  K-Casein: BB

<

660 Dtrs/177 Herds
|

CDCB
andHA
Genomic
Eval.8-25,
Zoetis 8-25

0.11 Reslig
0.75 Starkt
0.39 Djup
0.04 Oppna revben
-0.91 Brett
-0.42 Sluttande
0.42 Vinklad
1.43 Parallell
052 Hog

0.43 Hog
-0.01 Starkt
0.26 Hog

0.53 Brett
-0.03 Starkt
-0.43 Grund
-0.57 Tét

-0.15 Tét

I | 1,90 Lang

INDEXES
™ 3176
NM$ | 813
HHP$ | 783
FE$ | 329
PRODUCTION 14851 birs/ 694 Herds 9% Rel.
PTAM | 2609
PTAP |67
PTAP%  -0.06
PTAF [ 111
PTAF%  0.01
CFP 178
TYPE 1330015/ 209 Herds ~ 99% Rel.
PTAT  0.07
ubc -0.08
FIC -1.16
BWC -0.38

HEALTH AND FERTILITY TRAITS

SCS | 2.94 9%
MAST  -2.0 9%
PL 0.6 9%
v -2.9 9%
FI. -1.6 9%
SCR  -0.4 9%
SCE 1.7 9%
DCE 2.4 9%%
MS [ 7Z.11 %%
25% 50%
Bottom 25% 25% - 50% 50% -

20

75%

75%

100%

Top 25%

7H014454 MR T-SPRUCE FRAZZ LIONEL-ET 1R 1P 1CTY TV TLTD TE HHIT HHaT HHT HHAT HHST Hil6T

FRAZZLED X MONTROSS X SUPERSIRE
H0840003142490309  Sthnr: 93513 kodnr: 9-8604
98% RHA ~ DMS: 345-135

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifrén
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenléngd

www.hbgenetics.com
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GUSA-HA Evaluation 8/25

Lag

Vek

Grund

Téta revben
Smalt

Hoga béarben

Rak
Tat
Lag
Lag
Svagt
Lag
Smalt
Svagt
Djup
Vid
Vid
Kort

CDCB
andHA
Genomic

Eval.8-25,
oAa: 423 B-Casein: A2A2  K-Casein: AA Zoetis 825
T,
o
1330 Dirs/209 Herds
s -0.08 Reslig
— 0.41 Starkt
- 022 Djup
I 1.82 Oppna revben
| 1.08 Brett
| -0.80 Sluttande
— 0.41 Vinklad
| -1.12 Parallell
— -1.22 Hog
— -1.06 Hog
I— 1090 Starkt
— 0.62 Hog
) 5 Brett
| -1.13 Starkt
I -1.87 Grund
— -0.62 Tt
- 016 Tat
— 028 Lang

ZHBGenetics



ESQUIRE

Dir: Character Esquire Fancy

INDEXES
™ [3124
NM$ 556
HHP$ 625
FE$ 142

PRODUCTION 273 0trs/ 39 Herds  96% Rel.

7H015937 SANDY-VALLEY ESQUIRE-ET TR TP T8 TCTY TV TLTD TE HHTT HH2T HHST HHAT HHST HHeT

T — TAOS X BRASS X APPRENTICE*RC cocs
PTAP [52 H0840003209481391  Stbnr: 94090  kodnr: 99161 oS
PTAP% [0.00 99%RHA DMS: 135561  oAo: 423 B-asein: A2A2  K-Casein: AB
PTAF 29
PTAF % -0.13 B
i <> (b O &
TYPE 4105/ 11 Herds  89%Rel. GUSA-HA Evaluation 8/25 41 Dirs/11 Herds
PTAT _ Storlek Lag I 1.02 Reslig
upc | 0.94 Styrka Vek | 0.50 Starkt
Fic A teoppstop | Geund — 054]bip
BWC | 0.02 Mjolktyp Téta revben I 1.42 Oppna revben
Kors bredd Smalt - 0.28 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  Hoga barben [ | -0.05 Sluttande
Ben sidan Rak | -0.31 Vinklad
SCS - R2zsl Ben bakifran Tat I 1.50 Parallell
MAST [ 1.2 75% . .
L (4.8 o Kotvinkel Lag I 0.74 Hog
w o ae Ben bedémning Lag ] 1.24 Hég
0.5 85 Fram juver Svagt I 0.97 Starkt
SCR  -1.9 % Bakjuver hjd Lag I 1.02 Hég
SCE 1.6 %% Bakjuver bredd Smalt | 1.49 Brett
DCE 1.5 9% Juverligament Svagt | 1.14 Starkt
MS [ Z.17 9% Juver djup Djup ] 0.99 Grund
Spenplac fram Vid | 0.53 Tat
25% 50% 75% 100% Spenplac bak Vid I 0.81 Tat
Bottom 25% 25% - 50% 50%-75% I Top 25% Spenlangd Kort - 0.26 Lang

HARMONY

PARFECT X POSITIVE X DELTA

INDEXES
I 3113
NM$ 398
HHP$ 469
FE$ 185
PRODUCTION 840115/ 102 Hords 7% Rel.
PTAM 1314
PTAP 48
PTAP % 0.02
PTAF 65
PTAF % 0.04
CFP 113
TYPE 47 Dtrs/ 9 Herds 89% Rel.
PraT ZST——
upc [z
Fic [0z I ——
swe  [olea

HEALTH AND FERTILITY TRAITS

SCS  3.01 %%

MAST  -0.1 7%
PL 0.0 88%
Ly  -4.7 8%
FI -1.3 8%
SCR [ 1.6 9%%
SCE 2.0 9%%
DCE [1.6 8%
Ms | 7.07 8%
25% 50% 75% 100%
Bottom 25% 25% - 50% 50% -75% I Top 25%

EHB www.hbgenetics.com

H0840003220248849  Sthnr: 93518 kodnr: 9-8654

CDCB
andHA
Genomic

Eval.8-25,
99%RHA  DMS: 234345  oAo: 423 B-Casein: AIA2  K-Casein: AB
S @O
GUSA-HA Evaluation 8/25 47 Dirs/9 Herds
Storlek Lag ] 1.48 Reslig
Styrka Vek | 0.96 Starkt
Kroppsdjup Grund | 1.18 Djup
Mijolktyp Téta revben I 1.98 Oppna revben
Kors bredd Smalt | 2 54 Brett
Korsluttning  Hoga béarben | 0.92 Sluttande
Ben sidan Rak | 0.45 Vinklad
Ben bakifran Tét | 1.70 Parallell
Kotvinkel Lag I 1.01 Hég
Ben bedomning Lag ] 1.22 Hog
Fram juver Svagt I 1.78 Starkt
Bakjuver hojd Lig I ) 45 Hog
Bakjuver bredd Smalt I 3,07 Brett
Juverligament Svagt I 2 20 Starkt
Juver djup Djup I 0.91 Grund
Spenplac fram Vid | 1.39 Tat
Spenplac bak Vid I .22 Tat
Spenlangd Kort — 0.44 Lang
21



INDEXES

Pl 2971
NM$ 369
HHP$ 316
FE$ 128

PRODUCTION 30437 pirs/ 5852 Herds

99% Rel.

7H014160 CHERRY-LILY ZIP LUSTER-P-ET  pCTM TCTY TV L TD TE HHIT HH2T HHT HHAT HHST Hil6T

PTAM 1061
PTAP 26

ZIPIT-P X KINGBOY X SUPERSIRE
H0840003138843085  Stbnr: 92559  kodnr: 97852

CDCB
andHA
Genomic
Eval.8-25,

PTAP %  -0.03
PTAF 46
PTAF %  0.01
CFP 72

TYPE 12398 01rs/ 3242 Herds 9% Rel. GUSA-HA Evaluation 8/25 12398 Dtrs/3242 Herds
PTAT _ Storlek Lag ] 1.38 Reslig
e _ Styrka Vek ] 0.57 Starkt
C SIS | Yot G m— 13400
BWC | -0.02 Mjolktyp Tata revben I 2 49 Oppna revben
Kors bredd Smalt I | 1.86 Brett
HEALTH AND FERTILITY TRAITS Korsluttning | Hoga barben | 0.30 Sluttande
Ben sidan Rak I 1.32 Vinklad
5CS Ben bakifran Tat .37 Parallell
MAST  -2.4 9%
PL 0.9 9 Kotvinkel Lag I 0.86 Hog
WV -1.5 9% Ben beddmning Lag I 1.77 Hog
F | -0.2 9% Fram juver Svagt | 0.99 Starkt
SCR  -1.6 9% Bakjuver héjd Lag I 2,28 Hig
SCE 1.8 %% Bakjuver bredd Smalt I 0 39 Brett
DCE [ 1.9 %% Juverligament Svagt I 1.29 Starkt
MS [ 7.16 9% Juver djup Djup u 0.14 Grund
Spenplac fram Vid ] 0.47 Tat
25% 50% 75% 100% Spenplac bak Vid | 0.60 Tt
Bottom 25% 25% - 50% 50% -75% I Top 25% Spenlangd Kort I 0.76 Lang

99% RHA ~ DMS: 234-123

aAa: 432516 B-Casein: A2A2  K-Casein: AB

<> @ ©)

Zoetis 8-25

April Bedomningen 2025

Augusti bedémningen bjod pé stabilitet och ett flertal nya
tjurar. Sheepster fick sin forsta bedémning med miélkande
dattrar vilket ger valdigt positiva indikationer. Detta péverkar
hans séner positivt, t.ex. Tubman som stiger 201 lbs mjlk.
Nytt for denna géng ar avelsvarden for mjslkflode frén
CDCB. Baserat pd verkliga data frén ver 50 miljoner
mjdlkningar. Vardet mats i pounds/minut och medel ér 7.10
vilket motsvarar 3.22 kg/minut.

KNACK stiger med 68 TPI poding till 3432 TPl efter att han
dkat i produktion, juver och ben till f8lid av att hans far
Figaro som vi tidigare salt forstarker sin bedémning med fler
mjolkande dattrar.

SALOON dr en ny tjur effer Sheepster som ger hdg
produktion i kombination med héga halter 157 CFP.
Detta i kombination med extremt hég dverlevnad 5.1 PL,
spenplacering och mjdlkfldde lampligt for robotmjélkning
och reslighet under medel.

BRUMBY & RAINMAN d&r 2 nya Recharge séner som fillfér
outcross blod utan att kompromissal Brumby ger héga halter,
hdg 6verlevnad, laga celltal och en mycket korrekt exterior
med centrerad spenplacering och en léngre spene. Han gér
via en VG 87 1a kalvare tillbaka pé& samma ko som tjuren
Rupert. Rainman har en mycket tilltalande beddmning rakt
igenom och ar helt fri frén Renegade blod. Hég produktion
fett & protein 148 CFP, 3.3 PL, 0,27 spenplacering bak &

0.96 spenlangd &r bara ndgra av hans kvalitéer.

22 www.hbgenetics.com

SANBORN &r en Hayk son efter en VG 86 Gameday 1a
kalvare som precis som Sheepster ar efter OCD Acura Soy
EX 90. Mycket god produktion med héga halter kombinerat
med hdgt éverlevnad 4.3 PL och utomordentliga fertilitets
egenskaper 2.0 Fl erbjuder Sunborn. God spenplacering
och mjslkfléde. Aven tjuren SHERBET kommer frén samma
kofamilj och @r en av véra basta tjurar fér ben & éverlevnad.

HABULOUS-P &r en mycket exterior stark pollad tjur frén
Siemers Hanan/Hanker familjen med 13 generationer VG
eller EX kor tillbaka p& Snow N Denises Dellia. Han erbjuder
ett unikt paket som kombinerar 3295 TPI, 747 |bs mjclk,
2,33 typ och 4.3 PL.

CLB]

The genetic evaluations contained within this report,
unless otherwise noted, are provided by the Council on
Dairy Cattle Breeding as the steward of the National
Cooperator Database. The National Cooperator Database
houses producer-owned yield, management, ancesry,
type, and genotype data for the use in genetic evaluations
and independent research. Data included in the National
Cooperator Database is submitted through certified
organizations for data quality and integrity. As such,
individual traits - along with Lifetime Net Merit $, Cheese
Merit $, Fluid Merit $, and Grazing Merit $ - are Powered
by CDCB, unless otherwise noted such as Holstein type
traits. For more information about evaluations Powered by
CDCB and the industry collaboration that fuels them, visit
https://uscdcb.com/cdcb-marks/

ZHB
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MO s FETT + PROTEIN  Lbs SCR

LIONEL +2609 LIONEL +178 PAMAZE +2.4
JACKPOT +1829 ASSIST +163 KNACK +2.4
TUBMAN +1704 KNACK +162 BOATSHOW +1.7
RUPERT +1691 CRUSHER +161 RUFUS +1.7
FRONTENAC +1685 SALOON +157 CRUSHER +1.7
[
SALOON +5.1 SHERBET +2.0 JACKPOT +7.60
LOGIC +5.0 SANBORN +2.0 RUPERT +7.49
SAMSUN +5.0 LOGIC +1.9 TUBMAN +/7.38
SHERBET +4.9 TROOPER +1.7 ESKIL +7.34
ESQUIRE +4.8 HADZUKI +1.6 SWAGGER +7.34
HINGE +2.73 HINGE +2.31 LUSTER-P +1.65
HABULOUS-P +2.33 HARMONY +1.82 TROOPER +1.63
HADER +2.33 HADER +1.54 HINGE +1.48
HARMONY +2.31 KNACK +1.45 KAREEM +1.23
ESKIL +2.02 ESKIL +1.39 SHERBET +1.17

ZHB

Solvégen 12 541 57 Skévde o Email: info@hbgenetics.com ®  www.hbgenetics.com
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GENOMTEST MED HOG
SAKERHET

e Vi erbjuder genomtest Igenity Select via NEOGEN,
viirldsledande inom genomiska tester.

o Officiella avelsvirden fran CDCB i Usa.

e Over 50 produktion, hlsa, héllbarhet, fertilitet och
exterior egenskaper.

* Du diger din data och har tillgéng till all data via Neogen
dashboard.

AVELSPLAN & DJURFLODEN

e Avelsplan med WMS, World Wide Mating Service som hanterar bade inavel & haplotyper

e Beriikning av djurflode med Genetic Strategy Calculator



